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Correction to: BMC Microbiol 21, 102 (2021)
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Following the publication of the original article [1], we
were notified that author affiliations 2 and 4 have been
swapped by mistake by the authors. They should actually
be:
2 Agricultural Product Quality Inspection Center of

Shijiazhuang, Shijiazhuang, China.
4 Department of Life Science, Yuncheng University,

Yuncheng, China.
The original article has been corrected.
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