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Correction: BMC Microbiol 24, 86 (2024)
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Following publication of the original article [1], the 
authors would like to correct their affiliation.

 
The affiliation currently reads:

Department of Clinical laboratory, The First Affiliated 
Hospital of Nanchang University of Nanchang Univer-
sity, Nanchang University, No.17, YongWaiZheng Street, 
Nanchang 330,006, China.

 
The affiliation should read:

Department of Clinical laboratory, The First Affiliated 
Hospital, Jiangxi Medical College, Nanchang University, 
No.17, YongWaiZheng Street, Nanchang 330,006, China.
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†Lei Yuan, Qiang Chen, and Xin Yu Zhu have equal contributions to 
this work.

The online version of the original article can be found at https://doi.
org/10.1186/s12866-024-03236-1.
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