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Correction: BMC Microbiol 23, 341 (2023)
https://doi.org/10.1186/s12866-023-03105-3

Following publication of the original article [1], the 
author reported that this article should have two corre-
sponding authors: Yingxing Li and Yingchun Xu, as they 
mentioned in the original and revised manuscript. How-
ever, it is only Yingxing Li who is captured as correspond-
ing author in the published version. Xu Yingchun’s email 
address is xycpumch@139.com.

The original article [1] has been corrected.

BMC Microbiology

The online version of the original article can be found at https://doi.
org/10.1186/s12866-023-03105-3.
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