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Transient transformation of Podosphaera xanthii
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Abstract

Background: Powdery mildew diseases are a major phytosanitary issue causing important yield and economic
losses in agronomic, horticultural and ornamental crops. Powdery mildew fungi are obligate biotrophic parasites
unable to grow on culture media, a fact that has significantly limited their genetic manipulation. In this work, we
report a protocol based on the electroporation of fungal conidia, for the transient transformation of Podosphaera
fusca (synonym Podosphaera xanthii), the main causal agent of cucurbit powdery mildew.

Results: To introduce DNA into P. xanthii conidia, we applied two square-wave pulses of 1.7 kV for 1 ms with an
interval of 5 s. We tested these conditions with several plasmids bearing as selective markers hygromycin B resistance
(hph), carbendazim resistance (TUB2) or GFP (gfp) under control of endogenous regulatory elements from Aspergillus
nidulans, Neurospora crassa or P. xanthii to drive their expression. An in planta selection procedure using the MBC
fungicide carbendazim permitted the propagation of transformants onto zucchini cotyledons and avoided the
phytotoxicity associated with hygromycin B.

Conclusion: This is the first report on the transformation of P. xanthii and the transformation of powdery mildew fungi
using electroporation. Although the transformants are transient, this represents a feasible method for the genetic
manipulation of this important group of plant pathogens.
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Background
Obligate biotrophic fungi are important plant pathogens
that cause enormous losses in food and forage crops [1].
In contrast to necrotrophic parasites, which kill their
hosts quickly, obligate biotrophic parasites establish a
long-lasting interaction with their host plants [2] and are
strictly dependent on a living host to complete their life
cycle [3]. Powdery mildews (Erysiphales) are among the
most common and recognisable of all plant diseases and
are responsible for greater losses, in terms of crop yield,
than any other single type of plant disease [4]. Important
crops, including cereals, grapevine and a number of
vegetables and ornamentals, are among their major
targets [4]. Powdery mildew diseases remain among the
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most important plant pathological problems worldwide;
in crop protection, the largest use of fungicides is for the
control of powdery mildews [5].
Numerous vegetable crops are susceptible to powdery

mildew, but cucurbits are arguably the group that is
most severely affected [6]. In Spain, as in many other
countries around the world, Podosphaera xanthii (syno-
nym Podosphaera fusca) is considered to be the main
causal agent of powdery mildew in cucurbits and is one
of the most important limiting factors in cucurbit produc-
tion [7,8]. However, despite the economic importance of
this fungus, very little is known about the physiological
and molecular processes involved in the biology and
pathogenesis of P. xanthii [6]. Its nature as an obligate
biotrophic parasite has imposed severe limitations to
experimentation in P. xanthii as in the rest of powdery
mildew fungi. Fortunately, these limitations are currently
being overcome by the use of novel physiological, genetic
and molecular techniques [9-12].
Elucidating the molecular basis of the intricate inter-

action between obligate biotrophs and their host plants
tral. This is an Open Access article distributed under the terms of the Creative
ommons.org/licenses/by/4.0), which permits unrestricted use, distribution, and
iginal work is properly credited. The Creative Commons Public Domain
g/publicdomain/zero/1.0/) applies to the data made available in this article,

mailto:aperez@uma.es
http://creativecommons.org/licenses/by/4.0
http://creativecommons.org/publicdomain/zero/1.0/


Vela-Corcía et al. BMC Microbiology  (2015) 15:20 Page 2 of 11
has proven difficult because of three factors: (i) the
impossibility of producing an authentic host-parasite
interface in vitro, (ii) the lack of a method to stably
transform obligate biotrophs, and (iii) the obligate selec-
tion of transformants on the host plant. In this sense,
reliance on certain fungicides as selective agents that
only harm the fungus but not the host could be a
straight-forward approach in cases where the allele con-
ferring the corresponding resistance is known [13]. Most
publications describing the transient transformation of
biotrophic fungi involve delivery of the transgenes using
particle bombardment [14-16]; however, variations in
helium pressure or target distance greatly affect trans-
formation success [14,15]. Regarding powdery mildew
fungi, the only two reports describing transformation
experiments are those by Christiansen and co-workers
[17] and Chaure and co-workers [18]. However, follow-
ing these pioneer works, this methodology was not
developed further due to the lack of reproducibility.
Electroporation has been successfully used to trans-

form a number of fungi [19-21]. Electroporation is a
molecular biology technique in which a high-voltage
electric pulse is applied to create a population of small,
aqueous pores in the cell membrane through which
large molecules (e.g., DNA) either diffusely or electro-
phoretically enter the cell [19]; however, the manner in
which DNA passes through the fungal cell wall is still
unclear. While most reports involve the electroporation
of protoplasts, a few researchers have used mycelia or
conidia [22-25]. The use of conidia is not only simpler
but also more reliable than protoplast transformation
and provides more uniform results because rapidly
dividing cells, such as conidia, are more receptive to
plasmid integration than non-dividing protoplasts [26].
Electroporators often have multiple electrical wave form
pulse settings such as exponential decay, time constant
and square wave. Square wave electroporation is charac-
terized by the voltage delivered, the duration of the pulse,
the number of pulses and the length of the interval be-
tween pulses. This type of electroporation pulse allows the
delivery of a more defined and regulated electrical pulse
and has been associated with high transformation efficien-
cies in a variety of systems [27], including fungi [28].
In our laboratory, 454 sequencing of P. xanthii tran-

scriptome is currently underway, which should provide
considerable information about genomic data for the
first time in this fungus. In this scenario, a method for
functional genomics analysis of P. xanthii genes is
needed. Therefore, the aim of this study was to explore
the possibilities of genetically transforming P. xanthii by
the electroporation of conidia. We showed that by electro-
transformation, it is possible to introduce genetic material
in P. xanthii conidia, although this transformation proved
to be transient. Despite the transient transformation
phenomenon observed, our results are encouraging enough
to continue this line of research.

Methods
Plant and fungal material and culture conditions
The P. xanthii isolate 2086 was grown on zucchini
(Cucurbita pepo) cotyledons cv. Negro Belleza (Semillas
Fitó), a cultivar very susceptible to powdery mildew, and
maintained in vitro as previously described [29]. Plants
were grown from seeds in a growth chamber at 25°C
under a 16 h photoperiod. When needed, the antifungals
hygromycin B and carbendazim were used at 100 and
600 μg ml−1, respectively. Fungicides were sprayed onto
zucchini cotyledons until runoff. Cotyledons were left to
dry before deposition of conidia [30].
Aspergillus nidulans strain A4 was routinely grown on

PDA plates and incubated at 37°C. When needed, car-
bendazim was used at 2 μg ml−1 [31].

Construction of plasmids
The plasmids used in fungal transformation are listed in
Table 1. The plasmid pCPXBteGFP containing the egfp
gene, which encodes an enhanced variant allele of GFP,
and the TUB2 gene, a selective marker that confers re-
sistance to methyl-2-benzimidazole carbamate (MBC)
fungicides such as carbendazim or thiophanate-methyl, was
constructed using the backbone of plasmid pCPXHY1eGFP
[32]. The P. xanthii TUB2 gene (accession no. KC333362),
including its promoter and terminator regions, was ampli-
fied from the MBC-resistant P. xanthii isolate SF60 [30]
using the pair of primers Btale-F and Btale-R (Table 2),
appending ApaI restriction sites at the 5′ and 3′ ends,
respectively. The fragment was subsequently cloned into
the ApaI-digested pCPXHY1eGFP, generating the plasmid
pCPXBteGFP. The plasmid was first introduced in A.
nidulans to evaluate the selective markers prior to trans-
forming P. xanthii.

Electroporation of fungi
For electroporation of the A. nidulans A4 strain, conidia
were used to inoculate 400 ml of PDB broth at a density
of 1 × 107 conidia ml−1, which was incubated at 37°C in
a rotary shaker (300 rpm) for 7 h. Conidia were harvested
by centrifugation and resuspended in 400 ml of ice-cold
sterile water, centrifuged again, resuspended in 25 ml of
ice-cold pre-treating YED buffer (1% yeast extract, 1% glu-
cose in 20 mM HEPES buffer pH 8.0) and incubated for
1 h at 30°C in a rotary shaker at 100 rpm. After incuba-
tion, conidia were centrifuged and resuspended in 2.5 ml
of ice-cold electroporation buffer (10 mM Tris–HCl
pH 7.5, 270 mM sucrose, 1 mM lithium acetate), adjusted
to 109 conidia ml−1 and kept on ice. For electroporation,
10 μg of plasmid DNA was added to 150 μl of ice-cold co-
nidial suspension. The final volume was adjusted to 200 μl



Table 1 Plasmids used for P. xanthii electroporation and their main features

Plasmid designation Size (bp) Resistance and/or reporter genes Reference

pAN7-1 6756 E. coli hygromycin B phosphotransferase gene (hph), under the control of A. nidulans
gpd (glyceraldehyde-3-phosphate dehydrogenase) promoter

[33]

pGPDGFP 6400 Green fluorescent protein gene (gfp) fused to the gpd promoter and the tryptophan
synthetase (trpC) terminator from A. nidulans

[34]

pIGPAPA 5910 E. coli hph under the control of A. nidulans trpC promoter/gfp under the control
of IsL (isocitrate lyase) promoter from N. crassa

[35]

pCPXHY1eGFP 9100 E.coli hph under the control of A. nidulans trpC promoter/Enhanced green fluorescent
protein gene (egfp) under the control of A. nidulans gpd promoter

[32]

pCPXBteGFP 11630 Carbendazim resistant β-tubulin gene (TUB2) from P. xanthii under the control of its
own promoter/egfp under the control of A. nidulans gpd promoter

This study
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with sterile distilled water; the mixture was incubated on
ice for 15 min and then transferred to a 0.2-cm elec-
troporation cuvette. Electrotransformation was per-
formed using the Gene Pulser Xcell Electroporation
System (Bio-Rad). Voltage was adjusted to 1.0 kV and
capacitance to 25 μF; resistance was 400 Ohms. Following
electroporation, 1 ml of ice-cold YED was added to the
cuvette and the conidial suspension was transferred to a
sterile 10 ml tube, kept on ice for 15 min and incubated at
30°C for 90 min in a rotary shaker at 100 rpm. Conidia
subjected to electroporation were propagated on PDA
plates supplemented with carbendazim (2 μg ml−1) at
37°C.
For electroporation of P. xanthii, a conidiospore sus-

pension adjusted to 106 conidia ml−1 was made in 5 ml
of electroporation buffer (1 mM HEPES pH 7.0, 50 mM
mannitol, 0.01% Tween-20). A volume of 120 μl of cell
suspension was placed in pre-chilled 0.2-cm electropor-
ation cuvettes and kept on ice. The conidial suspension
was gently mixed with 10 μg of plasmid and subjected to
an electric pulse using a Gene Pulser Xcell Electroporation
System. Transformation was conducted by application of
a square-wave electroporation pulse [28] as follows: two
pulses of 1 ms duration at 1.70 kV with an interval of 5 s.
Following electroporation, conidia were directly resus-
pended in 1 ml of cold 0.5 M mannitol and placed on ice
for 10 min. Conidial suspension was sprayed on disin-
fected zucchini cotyledons and incubated as described
previously [29] without selection pressure. For selection of
transformant with hygromycin B (HygB), 7-day-old grow-
ing colonies were transferred to cotyledons treated with
Table 2 Primers used in this study

Target gene Primer name Seq

TUB2 Btale-F GGG

Btale-R GGG

hph hph-F GAC

hph-R GGT

egfp GFP-F CTG

GFP-R CTT
HygB (100 μg ml−1) and maintained as described above.
After selection, putative transformants were transferred
to cotyledons treated with a lower concentration of
HygB (80 μg ml−1) to reduce the selection pressure, thus
facilitating the growth of those colonies. For carbenda-
zim selection, the fungicide (600 μg ml−1) was spread
onto cotyledons 72 h after inoculation with electropo-
rated conidia.

Molecular analysis of transformants
Genomic DNA from potential P. xanthii transformants
was extracted from small amounts of mycelium and subse-
quently amplified using the “multiple displacement amplifi-
cation” (MDA) method [11]. For PCR analysis, fragments
of the hph and gfp marker genes were amplified with the
primer pairs hph-F/hph-R and gfp-F/gfp-R, respectively
(Table 2). PCR amplifications were conducted using a
proofreading Pwo SuperYield DNA Polymerase (Roche
Diagnostics). The amplification conditions consisted of an
initial denaturing step at 95°C for 2 min, followed by 30 cy-
cles of 94°C for 1 min, 52°C for 1 min, 72°C for 2 min, and
a final elongation step at 72°C for 2 min.
For Southern blot analysis, 10 μg of total DNA of

the PCR-positive transformants were digested with
EcoRV (Roche Diagnostics), size-fractionated on 0.8%
agarose gels and blotted on positively charged nylon
membranes (Whatman) [36]. Preparation of DIG-labelled
probes using a fragment of the hph gene, hybridisation
(50°C) and chemiluminescent detection were perfor-
med according to the manufacturer’s instructions (Roche
Diagnostics).
uence (5′- 3′) Product size (bp)

CCCGCCTCAGCCTATGCCATTCG 4000

CCCAGTCAAGACCCGGAGCA

ATCACCATGCCTGAACT 1700

AACGCCAGGGTTTTCCC

AAGTTCATCTGCACCACC 600

TACTTGTACAGCTCGTCC
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Microscopic analysis of transformants
To monitor fluorescence associated with GFP, P. xanthii
colonies growing onto cotyledons were inspected in a
confocal laser-scanning microscope (Leica) equipped
with a TCS SP2 Laser (Ar/Kr, Gre/Ne, He/Ne; traditional
phase contrast). GFP fluorescence was excited with a
488 nm laser line and detected at 515–530 nm. The
analysis of putative transformants of A. nidulans for
GFP fluorescence was conducted in an epifluorescence
stereomicroscope AZ-100 (Nikon) with 485 and 530 nm
filters.

Immunoblot analysis
The expression of GFP protein in the potential P.
xanthii transformants was evaluated by immunoblot
analysis. A section of cotyledon-containing P. xanthii
colonies was cut out and resuspended in 1 ml of
phosphate-buffered saline and Tween-20 0.1% (Sigma-
Aldrich). To break down fungal structures, sonication
was employed at 80% amplitude and 3 cycles of 1 min
using a UP100H sonicator (Hielscher). After sonication,
sodium deoxycholate (Sigma-Aldrich) was added at 0.02%
to lyse the cells and solubilise cellular and membrane
components and then incubated at room temperature for
15 min. Samples were TCA (trichloroacetic acid) precipi-
tated, and the pellet was washed twice in cold acetone.
After the complete evaporation of acetone, the residue
was resuspended in 1 × SDS loading buffer, electropho-
resed in a 12% SDS-PAGE gel and transferred onto a
PVDF membrane using the Trans-Blot Turbo electro-
phoretic transfer cell (Bio-Rad) at 25 V for 30 min. Blot
was probed with 1:1000 anti-GFP rabbit monoclonal anti-
body (Rockland). A secondary anti-rabbit antibody conju-
gated to horseradish peroxidase (Bio-Rad) was used at a
dilution of 1:20000. The blot was developed using the
Pierce super signal detection system following the sup-
plier’s recommended procedures (Pierce).

Results
Hygromycin B resistance is not suitable for in planta
selection
Hygromycin B resistance is one of the genetic markers
most commonly used in the transformation of filament-
ous fungi. Therefore, we initially tried to introduce into
P. xanthii different plasmids containing the hygromycin
B resistance cassette using electroporation (Table 1). To
test the sensitivity of P. xanthii to hygromycin B, the
isolate 2086 was inoculated onto zucchini cotyledons
treated with different concentrations of hygromycin B
(10–1000 μg ml−1) to determine the minimal inhibitory
concentration (MIC). The MIC value determined for iso-
late 2086 was 100 μg ml−1, and thus, this was the con-
centration used for selection of P. xanthii transformants
after transformation of the conidia.
Initially, 10 transformation experiments were performed
with the plasmids containing the hygromycin B resistance
cassette (hph) and the plasmid pGPDGFP (gfp reporter
gene). Putative P. xanthii clones resistant to hygromy-
cin B were obtained only with the plasmids pAN7-1
and pCPXHY1eGFP and only in some experiments.
No transformants were obtained with the plasmids
pIGPAPA or pGPDGFP. In all cases, no hygromycin
B-resistant colonies were observed on control cotyle-
dons inoculated with non-electroporated conidia.
After transformation with pAN7-1, only a few colonies
(0–3 colonies per cotyledon) of putative transformants
resistant to hygromycin B were obtained, which were
clearly visible 15 days after electroporation (Figure 1B-C).
However, these colonies hardly grew compared with the
positive controls, that is, conidia electroporated but not
treated with hygromycin B (Figure 1A). No hygromycin
B-resistant colonies were observed on negative controls
of conidia electroporated in the absence of plasmid
DNA. In addition, hygromycin B induced serious dam-
age to cotyledon tissue in many cases, severely reducing
its lifetime and negatively affecting the further growth
of potential transformants (Figure 1D).
To verify molecularly the putative hygromycin B

resistant transformants, the hygromycin B resistance
cassette (hph) borne in plasmid pAN7-1 was amplified by
PCR. Only three out of eight selected colonies yielded the
expected product of 1.7 Kb, and no amplification signal
was obtained on DNA from untransformed colonies (data
not shown). Since a positive PCR result does not necessar-
ily means the integration of the construct into the fungal
genome, the three positive transformants were further
assessed by Southern blot using a fragment of the hph
gene as a probe. The three independent transformants
gave an identical hybridisation pattern and no hybridi-
sation signal was observed on DNA of untransformed
colonies (data not shown). Since integration in the same
place is so unlikely, especially when there is no sequence
for targeted homologous recombination in the plasmid, it
is much likely that the hybridizing bands observed were
due to the presence of the plasmid in fungal cells rather
than the integration of the construct into the fungal
genome.
The plasmid pAN7-1 does not harbour an additional

reporter gene. We thus decided to include in our ana-
lysis the plasmid pCPXHY1eGFP that harbours the hph
gene as a selection marker and also the enhanced green
fluorescence protein gene (egfp), permitting the dual se-
lection of transformants based on fungicide resistance
and colony fluorescence. As previously observed for the
plasmid pAN7-1, only a few transformants resistant to
hygromycin B (0–4 colonies per cotyledon) were obtained
that showed the same growth limitations (Figure 2B),
whereas untransformed colonies did not show any



Figure 1 Transformation of P. xanthii conidia with the plasmid pAN7-1. (A) Untransformed conidia grown normally on non-treated zucchini
cotyledons. (B-C) Transformants of P. xanthii grown on zucchini cotyledons treated with hygromycin B after electroporation of conidia with the
plasmid pAN7-1. Note the reduced size of the colonies compared with untransformed colonies. No colonies were observed on cotyledons treated
with hygromycin B and inoculated with untransformed conidia. (D) In many cases, treatment with hygromycin B induced phytotoxicity (necrotic
spots) on cotyledons. Pictures were taken 15 d after electroporation of conidia.
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growth defect (Figure 2A). Transformants obtained with
pCPXHY1eGFP were screened for eGFP fluorescence
using confocal laser scanning microscopy (CLSM) after
15 days of growth on hygromycin B-treated cotyledons.
All the colonies resistant to hygromycin B were also fluor-
escent. An EGFP fluorescence signal was located within
the hyphae and was uniformly distributed (Figure 2D), but
it was not observed over the mass of conidiospores
(arrow). No signal was detected in control hyphae from
untransformed colonies (Figure 2C). In this case, the plant
material underwent a rapid degradation, which together
with the slow growth of transformant colonies hampered
subsequent molecular analysis. Nevertheless, PCR analysis
of the transformants could be undertaken using the
primer pair GFP-F/GFP-R (Table 2), which targets the
corresponding egfp gene. Amplification yielded the expec-
ted product of 600 bp in the six transformants analysed
(Figure 3), suggesting the presence of the construct in the
fungal cells. These transformants survive only two rounds
of cultivation in presence of hygromycin B and, therefore,
Southern blot analysis could not be performed to verify
integration. However, the instability of phenotype suggests
that there was no integration.
Development of a selectable genetic marker based on the
PfTUB2 gene and MBC resistance
Our findings in the transformation experiments described
above indicated that hygromycin B was not suitable for
the selection of P. xanthii transformants because the
phytotoxicity to zucchini cotyledons compromised normal
fungal growth (Figure 1D). Therefore, we focused our
efforts on the design of a new transformation vector that
carried a different drug resistance cassette. For this pur-
pose, we constructed the plasmid pCPXBteGFP (Figure 4),
which contains a complete copy of the PfTUB2 gene, in-
cluding its own promoter and terminator sequences. This
allele of P. xanthii TUB2 encodes for a β-tubulin insensi-
tive to MBC fungicides, such as carbendazim, charac-
terised by the presence of the typical E198A substitution
conferring resistance to these fungicides [30]. In addition,
this plasmid carries the reporter gene egfp (Figure 4). The
functionality of this plasmid was initially tested on the
fungal strain A. nidulans A4, which is more amenable gen-
etically than P. xanthii. After electrotransformation with
pCPXBteGFP, spores of A. nidulans were plated onto PDA
medium supplemented with carbendazim (2 μg ml−1).
Transformants resistant to carbendazim became visible



Figure 2 Transformation of P. xanthii conidia with plasmid pCPXHY1eGFP. (A) Untransformed colonies grown normally on non-treated
zucchini cotyledons. (B) Transformants of P. xanthii obtained with pCPXHY1eGFP grown onto hygromycin B treated cotyledons. Note the reduced
colony size and the damage on the host tissues caused by hygromycin B. (C-D) CLSM analysis of P. xanthii transformants. (C) An untransformed
colony with no GFP fluorescence signal. (D) A transformant colony showing GFP fluorescence in the peripheral hyphae, whereas conidia did not
show fluorescence (arrow). Pictures were taken 15 d after electroporation of conidia. Scale bars 100 μm.
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4 days after incubation and were screened for EGFP fluor-
escence using an epifluorescence stereomicroscope. All the
colonies showed fluorescence signals at the borderline of
the colony but not over the mass of spores at the centre of
the colony (Figure 5). No background fluorescence was
observed in untransformed Aspergillus colonies.
Figure 3 Molecular analysis of P. xanthii transformants obtained
after electro-transformation with plasmid pCPXHY1eGFP.
Genomic DNA from potential transformants was subjected to PCR
amplification of the egfp gene using the primer pair GFP-F and GFP-R.
The size of the expected PCR product is indicated on the left. Lanes
are: 1, the plasmid pCPXHY1eGFP; 2, DNA from an untransformed
colony; 3–8, potential hygromycin B-resistant and fluorescent
transformants. M, molecular size marker 1 kb ladder.
Once the suitability of plasmid pCPXBteGFP was con-
firmed, we addressed the transformation of P. xanthii.
As previously observed with the plasmids pAN7-1 and
pCPXHY1eGFP, P. xanthii transformants were clearly
visible 15 days after electroporated conidia were inocu-
lated onto zucchini cotyledons treated with carbendazim
(Figure 6A). These transformants were screened for EGFP
fluorescence by CLSM analysis. The fluorescent signals
associated with the colonies were weak and followed a
distribution pattern similar to that observed with the
pCPXHY1eGFP plasmid, that is, fluorescence signals
distributed within and along the hyphae (Figure 6D). In
addition, no fluorescence signal appeared over the mass of
conidiospores (Figure 6D), which was reminiscent of the
results obtained with A. nidulans. Although carbendazim
did not provoke the severe damage to zucchini cotyledons
induced by hygromycin B, potential transformants did not
grow as quickly as expected.
Since PCR analysis only detect the presence of the

construct, these transformants were screened for the
accumulation of the EGFP protein by immunoblot ana-
lysis using an anti-GFP antibody at dilution 1:1000 to
verify the expression of the egfp reporter gene. The total



Figure 4 Schematic representation of the plasmid pCPXBteGFP. The plasmid (11.63 Kb) is a derivative of plasmid pCPXHY1eGFP that
contains the egfp gene under the control of the Pgpd promoter and the TtrpC terminator of the A. nidulans gpd and trpC genes, respectively.
The vector also contains the complete TUB2 gene of P. xanthii, which confers resistance to MBC fungicides such as carbendazim. Positions of the
main restriction enzyme sites are indicated.

Figure 5 Transformation of A. nidulans A4 with the plasmid pCPXBteGFP. (A-B) Bright-field images of an untransformed colony (A) and a
potential transformant growing in the presence of carbendazim (B). (C-D) Epifluorescence stereomicroscopic analysis of a nontransformant colony
showing no fluorescence (C) and a potential A. nidulans transformant showing fluorescence in the peripheral hyphae (D). Scale bars 2 mm.
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Figure 6 Transformation of P. xanthii conidia with the plasmid pCPXBteGFP. (A) Untransformed colonies growing normally on non-treated
cotyledons. (B) Growth of P. xanthii transformants resistant to carbendazim. Conversely to hygromycin B, almost no appreciable tissue damage
was observed on zucchini cotyledons. (C-D) EGFP analysis of transformants by CLSM analysis. (C) No fluorescence signal was observed in untransformed
colonies. (D) In resistant transformants the EGFP fluorescence signal was observed within the peripheral hyphae; however, no fluorescence was observed
in conidia or subjacent hyphae. No colonies were observed on cotyledons treated with carbendazim and inoculated with untransformed conidia. Pictures
were taken 15 d after electroporation of conidia. Scale bars 100 μm.
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protein content from potential transformants and un-
transformed colonies were separated in SDS-PAGE gels
and blotted for the immunodetection of EGFP. A signal
band corresponding to the EGFP protein (27 kDa) was
observed in the protein extract of transformants that
was absent in the protein extract of untransformed P.
xanthii colonies (Figure 7).
As previously found for the plasmid pCPXHY1eGFP, the

transformants obtained with the plasmid pCPXBteGFP lost
resistance to carbendazim and EGFP fluorescence after
two rounds of subculture and, therefore, Southern blot
analysis could not be performed to verify integration. As
indicated above, the instability of phenotypes demonstrated
the transitory nature of this genetic transformation and
suggested the absence of integration as the most obvious
reason to explain the loss of phenotypes.

Discussion
An efficient transformation system is an essential tool
for genetic manipulation and functional genomics studies
[37]. Different methods such as protoplast fusion, electro-
poration or Agrobacterium-mediated transformation have
been widely used to transform a number of fungal species.
However, the intrinsic nature of powdery mildew fungi as
biotrophic parasites diminishes the possibilities of trans-
formation. Protoplast fusion, which uses polyethylene
glycol (PEG) to deliver DNA into protoplasts [38], is not
applicable because obligate biotrophs are not able to re-
generate from protoplasts [13]. Biolistic transformation
was developed as a method for incorporating plasmid
DNA into intact, thick-walled fungal cells [39]. This
method involves tungsten particles coated with DNA,
which are accelerated at high velocity directly into fun-
gal spores or hyphae. Biolistic transfection has been
used to transform a number of filamentous fungi such
as A. nidulans, Neurospora crassa, Magnaporthe grisea,
Trichoderma harzianum [40,41] and powdery mildew
fungi. Indeed, two separate works described the success-
ful use of biolistic transfection to transform powdery
mildews [17,18], but unfortunately, no further publica-
tions have appeared reproducing the same technique,
indicating that this methodology is far from being a rou-
tine approach.
Electroporation has been demonstrated as a highly

efficient and fast transformation method for several
fungal species [26,28,31,37,42,43]. Moreover, it has been



Figure 7 Western blot analysis of EGFP of P. xanthii
transformants obtained with pCPXBteGFP. The total protein
content from potential transformants and untransformed colonies
was TCA-precipitated, separated by SDS-PAGE, blotted on PVDF
membranes and immunoprobed with anti-GFP antibodies (1:1000).
The size of the major cross-reacting band is indicated on the right.
The same amount of protein (1 μg ml−1) was loaded per lane. M,
molecular size marker Spectra Multicolor Broad Range Protein
Ladder (Fermentas).
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used as an alternative means of genetic transformation for
animal cells, plant protoplasts, yeast and bacteria [23,40].
Here, we report the transient transformation of the cucur-
bit powdery mildew fungus P. xanthii by electroporation
of conidia using a square-wave pulse that creates tran-
sitory small pores along the membrane surface, making
the cell membrane more permeable [19]. The method
required high amounts of DNA (10 μg) because a high
percentage of plasmid DNA is most likely damaged during
the electroporation procedure [44]. By this method we
could successfully introduced plasmid constructs in P.
xanthii conidia since fungal colonies were obtained on
cotyledons treated with hygromycin B or carbendazim
that also showed GFP fluorescence associated with hy-
phae. Furthermore, the presence of the introduced con-
structs in the putative transformants was molecularly
detected by PCR and Southern blot and even the expres-
sion of GFP protein could be detected by Western blot.
However, fungal growth was slow and reduced compared
with wild type and fungicide resistance and GFP expres-
sion phenotypes were lost after two rounds of cultivation
of those transformants in presence of selection pressure;
strongly suggesting that the constructs did not integrate
into the P. xanthii genome.
Most of the plasmids used in our electroporation

experiments carried the hygromycin B resistance gene
(hph). This selective marker has been successfully used
for a number of fungi [43,45-47]; however, it is not
suitable for the selection of P. xanthii transformants,
given the severe phytotoxicity on cotyledons. To over-
come this limitation, we constructed a new vector that
confers resistance to carbendazim, a fungicide belonging
to the methyl benzimidazole carbamate (MBC) family
[48] widely used in agriculture [49,50]. MBC resistance
has been included as a selective marker in the genetic
manipulation of other fungi, including powdery mildews.
A mutant version of β-tubulin conferring resistance to
MBC was used to construct a plasmid to transform the
barley powdery mildew Blumeria graminis f. sp. hordei
using a biolistic delivery system [17,18]. MBC fungicides
inhibit tubulin polymerisation affecting cell division,
vesicle transport, cell shape, intracellular transport, and
cell motility [51]. In P. xanthii, resistance to MBC is due
to the substitution E198A in the PfTUB2 gene [30].
Therefore, we opted for an MBC fungicide such as
carbendazim as a selective marker because it does not
exhibit phytotoxic effects, is a widely used fungicide and
has been used for selection of powdery mildew transfor-
mants in the past. Unfortunately, as observed for hygro-
mycin B resistance, a slower growth of the putative
transformants was observed that could also result from
selection pressure, as if native β-tubulin is still produced
in the transformants this will probably interfere with
carbendazim and reduce growth. In any case, carben-
dazim resistance also disappeared after two rounds of
cultivation, again suggesting that the construct did not
integrate into the genome. Additional selectable markers
such as bialaphos or sulfonylurea resistance [18,52]
should be used in future experiments.
Along with a drug resistance gene, additional features

must be present on plasmids for fast identification of the
transformants and proper visualisation of fungal struc-
tures. Fluorescent marker genes such as GFP are particu-
larly useful tools for in situ monitoring of bacteria and
fungi [53,54]. Unlike other biomarkers, GFP does not
require any substrate or additional cofactors to fluoresce,
and even single cells expressing GFP can be observed by
either fluorescence or CLSM microscopy [55]. In our ex-
periments, the transformants lost the ability to show fluor-
escence signal and to grow in the presence of hygromycin
B or carbendazim after a few rounds of sub-cultivation.
Once again, the most obvious reason for the loss of GFP
fluorescence is that the plasmids did not integrate into the
fungal genome.
Compared with other procedures, electroporation of

conidia is, in principle, an easy and rapid method to
transform powdery mildew fungi. In this work, using
P. xanthii as a model powdery mildew species, we
were able to deliver different plasmids and genetic mar-
kers within the conidia, although this method has been
shown to be transient and the resulting transformants
were unstable. Transient transformation has been widely
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used for the transformation of many non-model plant
pathogenic fungi, such as the rust fungus Melampsora lini
[56], Rosellinia necatrix [57], or the biotrophic fungus rust
Puccinia graminis f. sp. tritici [16]. In addition, it has been
used to analyse virulence-related genes such as the AVR
genes [56]. Transient transformation is likely the best
approach when a stable transformation method is not
available. Therefore, this method could suitable for mo-
lecular analysis of non-model fungal plant pathogens such
as the powdery mildews, among others, that are recalci-
trant to stable transformation.
To obtain stable transformants, vectors with homolo-

gous sequences could be used to facilitate integration
into the genome by means of homologous recombin-
ation. Neutral loci should be first identified and then,
plasmids with large flanking homologous sequences
could be constructed that allow direct integration by
double homologous recombination events in such loci.
Furthermore, in order to increase the frequency of trans-
formation, some protocols recommend the use of lineal
plasmids [58]. In our study we always used circular plas-
mids. In further studies, transformation with linearized
versions of the constructs should be tested in order to
increase the frequency of integration.

Conclusions
The development of a reliable transformation method is
the “Holy Grail” of powdery mildew research. Our re-
sults show that electrotransformation could be a route
for the delivery of DNA into powdery mildew cells.
Therefore, efforts must be made to pursue the stability
of the transgenes. Once proper conditions for transform-
ation and stable integration of the constructs have been
achieved, a new tool for the functional analysis of pow-
dery mildew genes would become available that would
allow examining, for example, specific powdery mildew
genes such as candidate effector genes and their role in
pathogenesis and/or disease resistance.

Competing interests
The authors declare that they have no competing interests.

Authors’ contributions
DVC performed all experiments. DR and APG conceived the study and
analyzed the results. DVC and DR drafted the manuscript. JAT and AdV
revised the manuscript critically. APG supervised the study and gave final
approval of the manuscript. All authors read and approved the final
manuscript.

Acknowledgements
This study was supported by grants from the former “Ministerio de Ciencia e
Innovación (MICINN)” (AGL2010-21848-CO2-01/AGR) and current “Ministerio
de Economía y Competitividad (MINECO)” (AGL2013-41939-R), both co-
financed by FEDER funds (European Union). Vela-Corcía D was supported by
a PhD fellowship from the FPI programme of MICINN.

Author details
1Instituto de Hortofruticultura Subtropical y Mediterránea “La Mayora”,
Universidad de Málaga - Consejo Superior de Investigaciones Científicas
(IHSM-UMA-CSIC), Departamento de Microbiología, Universidad de Málaga,
Bulevar Louis Pasteur 31 (Campus Universitario de Teatinos), 29071 Málaga,
Spain. 2Instituto de Hortofruticultura Subtropical y Mediterránea “La Mayora”,
Universidad de Málaga - Consejo Superior de Investigaciones Científicas
(IHSM-UMA-CSIC), Estación Experimental “La Mayora”, 29750 Algarrobo-Costa,
Málaga, Spain.

Received: 12 September 2014 Accepted: 23 December 2014
References
1. Brown JKM, Hovmømoller MS. Aerial dispersal of pathogens on the global

and continental scales and its impact on plant disease. Science.
2002;297:537–41.

2. Mendgen K, Hahn M. Plant infection and the establishment of fungal
biotrophy. Trends Plant Sci. 2002;7:352–6.

3. Voegele RT. Uromyces fabae: development, metabolism, and interactions
with its host Vicia faba. FEMS Microbiol Let. 2006;259:165–73.

4. Agrios GN. Plant pathology. 5th ed. Amsterdam: Elsevier; 2005.
5. Hewitt HG. Fungicides. In: Crop protection. Wallingford: CABI Publishing;

1998.
6. Pérez-García A, Romero D, Fernández-Ortuño D, López-Ruiz F, De Vicente A,

Torés JA. The powdery mildew fungus Podosphaera fusca (synonym
Podosphaera xanthii), a constant threat to cucurbits. Mol Plant Pathol.
2009;10:153–60.

7. Del Pino D, Olalla L, Pérez-García A, Rivera ME, García S, Moreno R, et al.
Occurrence of races and pathotypes of cucurbit powdery mildew in
southeastern Spain. Phytoparasitica. 2002;30:459–66.

8. Fernández-Ortuño D, Pérez-García A, López-Ruiz F, Romero D, De Vicente A,
And Torés JA. Occurrence and distribution of resistance to QoI fungicides in
populations of Podosphaera fusca in south central Spain. Eur J Plant Pathol.
2006;115:215–22.

9. Hein I, Barciszewska-Pacak M, Hrubikova K, Williamson S, Dinesen M,
Soenderby IE, et al. Virus-induced gene silencing-based functional
characterization of genes associated with powdery mildew resistance in
barley. Plant Physiol. 2005;138:2155–64.

10. Pérez-García A, Mingorance E, Rivera ME, Del Pino D, Romero D, Torés JA,
et al. Long-term preservation of Podosphaera fusca using silica gel.
J Phytopathol. 2006;154:190–2.

11. Fernández-Ortuño D, Torés JA, De Vicente A, Pérez-García A. Multiple
displacement amplification, a powerful tool for molecular genetic analysis
of powdery mildew fungi. Curr Genet. 2007;51:209–19.

12. Nowara D, Gay A, Lacomme C, Shaw J, Douchkov D, Hensel G, et al. HIGS:
host-induced gene silencing in the obligate biotrophic fungal pathogen
Blumeria graminis. Plant Cell. 2010;22:3130–41.

13. Djulic A, Schmid A, Lenz H, Sharma P, Koch C, Wirsel SGR, et al. Transient
transformation of the obligate biotrophic rust fungus Uromyces fabae using
biolistics. Fungal Biol. 2011;115:633–42.

14. Bhairi SM, Staples RC. Transient expression of the β-glucuronidase gene
introduced into Uromyces appendiculatus uredospores by particle
bombardment. Phytopathol. 1992;82:986–9.

15. Li A, Altosaar I, Heath MC, Horgen PA. Transient expression of the
β-glucuronidase gene delivered into urediniospores of Uromyces
appendiculatus by particle bombardment. Can J Plant Pathol. 1993;15:1–6.

16. Schillberg S, Tiburzy R, Fischer R. Transient transformation of the rust fungus
Puccinia graminis f. sp, tritici. Mol Gen Genet. 2000;262:911–5.

17. Christiansen KS, Knudsen S, Giese H. Biolistic transformation of the obligate
plant pathogenic fungus Erysiphe graminis f. sp. hordei. Curr Genet.
1995;29:100–2.

18. Chaure P, Gurr SJ, Spanu P. Stable transformation of Erysiphe graminis an
obligate biotrophic pathogen of barley. Nat Biotechnol. 2000;18:205–7.

19. Weaver J. Electroporation theory. In: Nickoloff J, editor. Electroporation
protocols for microorganisms. New York: Humana Press; 1995. p. 1–26.

20. Brown JS, Aufauvre-Brown A, Holden DW. Insertional mutagenesis of
Aspergillus fumigatus. Mol Gen Genet. 1998;259:327–35.

21. Goldman GH, Geremia R, Van Montagu M, Esterella A. Transformation of
filamentous fungi by high voltage electroporation. In: Biorad laboratory
bulletin. 1990.

22. Richey MG, Marek ET, Schardl CL, Smith DA. Transformation of filamentous
fungi with plasmid DNA by electroporation. Phytopathology. 1989;79:844–7.



Vela-Corcía et al. BMC Microbiology  (2015) 15:20 Page 11 of 11
23. Chakraborty BN, Patterson NA, Kapoor M. An electroporation-based system
for high-efficiency transformation of germinated conidia of filamentous
fungi. Can J Microbiol. 1991;37:858–63.

24. Redman RS, Rodriguez RJ. Molecular transformation and genome analysis of
Colletotrichum. In: Bailey JA, Jeger M, editors. Colletotrichum: biology,
pathology, and control. Oxford: CAB; 1992. p. 47–66.

25. Sanchez O, Aguirre J. Efficient transformation of Aspergillus nidulans by
electroporation of germinated conidia. Fungal Genet Newslett.
1996;43:48–51.

26. Robinson M, Sharon A. Transformation of the bioherbicide Colletotrichum
gloeosporioides f. sp. aeschynomene by electroporation of germinated
conidia. Curr Genet. 1999;36:98–104.

27. Liu Y, Bergan R. Improved intracellular delivery of oligonucleotides by
square wave electroporation. Antisense Nucleic Acid Drug Dev.
2001;11:7–14.

28. Morita T, Habe H, Fukuoka T, Imura T, Kitamoto D. Convenient
transformation of anamorphic basidiomycetous yeasts belonging to genus
Pseudozyma induced by electroporation. J Biosci Bioeng. 2007;104:517–20.

29. Alvarez B, Torés JA. Cultivo in vitro de Sphaeroteca fuliginea (Schlecht. Ex.
Fr.), efecto de diferentes fuentes de carbono sobre su desarrollo. Boletín de
Sanidad Vegetal Plagas. 1997;23:238–88.

30. Vela-Corcía D, Bellón-Gómez D, López-Ruiz F, Torés J, Pérez-García A. The
Podosphaera fusca TUB2 gene, a molecular “swiss army knife” with multiple
applications in powdery mildew research. Fungal Biol. 2014;118:228–41.

31. Medina A, Mateo R, Valle-Algarra FM, Mateo EM, Jiménez M. Effect of
carbendazim and physicochemical factors on the growth and ochratoxin a
production of Aspergillus carbonarius isolated from grapes. Int J Food
Microbiol. 2007;119:230–5.

32. Pliego C, Kanematsu S, Ruano-Rosa D, De Vicente A, López-Herrera C,
Cazorla FM, et al. GFP sheds light on the infection process of avocado roots
by Rosellinia necatrix. Fungal Genet Biol. 2009;46:137–45.

33. Punt P, Oliver R, Dingemanse M. Transformation of Aspergillus based on the
hygromycin B resistance marker from Escherichia coli. Gene. 1987;56:117–24.

34. Lagopodi AL, Ram AFJ, Lamers GEM, Punt PJ, Van Den Hondel CA,
Lugtenberg BJJ, et al. Novel aspects of tomato root colonization and
infection by Fusarium oxysporum f. sp. radicis-lycopersici revealed by confocal
laser scanning microscopic analysis using the green fluorescent protein as a
marker. Mol Plant Microbe Interact. 2002;15:172–9.

35. Horwitz B, Sharon A, Lu SW, Ritter V, Sandrock TM, Yoder OC, et al. A G
protein alpha subunit from Cochliobolus heterostrophus involved in mating
and appressorium formation. Fungal Genet Biol. 1999;26:19–32.

36. Sambrook J, Russell DW. Molecular cloning: a laboratory manual. 4th ed.
New York: CSHL Press; 2001.

37. Dobrowolska A, Staczek P. Development of transformation system for
Trichophyton rubrum by electroporation of germinated conidia. Curr Genet.
2009;55:537–42.

38. Fincham JR. Transformation in fungi. Microbiol Rev. 1989;53:148–70.
39. Klein TM, Wolf ED, Wu R, Sanford JC. High-velocity microprojectiles for

delivering nucleic acids into living cells. Nature. 1987;327:70–3.
40. Riach MBR, Kinghorn JR. Genetic transformation and vector developments

in filamentous fungi. In: Bos CJ, editor. Fungal genetics: principles and
practice. 1st ed. New York: CRC Press; 1996. p. 209–33.

41. Gomes-Barcellos F, Pelegrinelli-Fungaro MH, Furlaneto MC, Lejeune B,
Pizzirani-Kleiner AA, Azevedo JL. Genetic analysis of Aspergillus nidulans
unstable transformants obtained by the biolistic process. Can J Microbiol.
1998;4:1137–41.

42. Gutiérrez A, López-García S, Garre V. High reliability transformation of the
basal fungus Mucor circinelloides by electroporation. J Microbiol Methods.
2011;84:442–6.

43. Cullen D, Leong S, Wilson L, Henner D. Transformation of Aspergillus
nidulans with the hygromycin-resistance gene, hph. Gene. 1987;57:21–6.

44. Campos-Guillén J, Fernández F, Pastrana X, Loske AM. Relationship between
plasmid size and shock wave-mediated bacterial transformation. Ultrasound
Med Biol. 2012;38:1078–84.

45. Kachroo P, Potnis A, Chattoo B. Transformation of the rice blast fungus
Magnaporthe grisea to benomyl resistance. World J Microbiol Biotechnol.
1997;13:185–7.

46. Rachmawati R, Kinoshita H, Nihira T. Establishment of transformation system
in Cordyceps militaris by using integration vector with benomyl resistance
gene. Procedia Environ Sci. 2013;17:142–9.
47. Tanaka E, Kumagawa T, Tanaka C, Koga H. Simple transformation of the rice
false smut fungus Villosiclava virens by electroporation of intact conidia.
Mycoscience. 2011;52:344–8.

48. Quaranta L. Bezimidazole fungicides. In: Lamberth C, Dinges J, editors.
Bioactive heterocyclic compound classes. Weinheim: Wiley-VCH; 2012. p.
105–18.

49. Actor P, Anderson EL, Dicuollo CJ, Ferlauto RJ, Hoover JRE, Pagano JF, et al.
New broad-spectrum anthelmintic, methyl 5(6)-butyl-2-benzimidazole
carbamate. Nature. 1967;215:321–2.

50. Hoyt M, Totis L, Roberts BT. S. cerevisiae genes required for cell cycle arrest
in response to loss of microtubule function. Cell. 1991;66:507–17.

51. Einax E, Voigt K. Oligonucleotide primers for the universal amplification of
β-tubulin genes facilitate phylogenetic analyses in the regnum Fungi. Org
Divers Evol. 2003;3:185–94.

52. Zhang S, Fan Y, Xia YX, Keyhani NO. Sulfonylurea resistance as a new
selectable marker for the entomopathogenic fungus Beauveria bassiana.
Appl Microbiol Biotechnol. 2010;87:1151–6.

53. Jansson JK. Marker and reporter genes: illuminating tools for environmental
microbiologists. Curr Opin Microbiol. 2003;6:310–6.

54. Lorang J, Tuori R. Green fluorescent protein is lighting up fungal biology.
Appl Environ Microbiol. 2001;67:1987–94.

55. Tombolini R, Jansson J. Monitoring of GFP-tagged bacterial cells. In: Larossa
R, editor. Bioluminescence methods and protocols. New York: Humana
Press; 1998. p. 285–98.

56. Lawrence GJ, Dodds PN, Ellis JG. Transformation of the flax rust fungus,
Melampsora lini: selection via silencing of an avirulence gene. Plant J.
2010;61:364–9.

57. Shimizu T, Ito T, Kanematsu S. Transient and multivariate system for
transformation of a fungal plant pathogen, Rosellinia necatrix, using
autonomously replicating vectors. Curr Genet. 2012;58:129–38.

58. Olmedo-Monfil V, Carlos Cortés-Penagos C, Herrera-Estrella A. Three decades
of fungal transformation. Key concepts and applications. In: Balbás P,
Lorence A, editors. Methods in Molecular Biology, vol. 267: Recombinant
gene expression: reviews and protocols. 2nd ed. Totowa, NJ: Humana Press;
2005. p. 297–313.
Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit


	Abstract
	Background
	Results
	Conclusion

	Background
	Methods
	Plant and fungal material and culture conditions
	Construction of plasmids
	Electroporation of fungi
	Molecular analysis of transformants
	Microscopic analysis of transformants
	Immunoblot analysis

	Results
	Hygromycin B resistance is not suitable for in planta selection
	Development of a selectable genetic marker based on the PfTUB2 gene and MBC resistance

	Discussion
	Conclusions
	Competing interests
	Authors’ contributions
	Acknowledgements
	Author details
	References

